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Conflict Cut Status File Format Specification Sheet

This file format specification sheet details the file format specifications for Conflict Cut Status File
Version 0.1. It is highly recommended that conflicts are viewed and managed within Bionano Access.
Bionano Access provides advanced visual features and an audit trail to simplify the management of
automatic cuts and introduction of new cuts in both the maps and NGS contigs.

Introduction

In the Hybrid Scaffold pipeline, one important step is to identify and resolve conflicts. A conflict
junction is the start position of a region where multiple data sources (e.g. NGS vs BNG) disagree,
thus indicating possible assembly errors (see Figure 1). The Bionano Genomics conflict cut status
file is a tab-delimited data file, which provides location information and the resolution strategy for
each conflict junction detected in hybrid scaffold. The file can be opened in Excel for easy
readability or in any tab-delimited, text-based editor.
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Figure 1. Example conflict between sequence and Bionano map. A significant number of unaligned labels outside the
aligned region (left of the red arrows) indicates the presence of conflict between the two assemblies. Red arrows
indicate the position of the conflict junction on the sequence and the genome map.

Format
The conflict cut status file contains the following sections:
» Header
o#
o #
« Conflict cuts information block:
« First conflict

* Next conflict [repeated for all conflicts]
« Last conflict
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Header Specifications

Header rows are prefixed by the pound sign (#).

Header Line Tag

#*
H#*

Header Line Description

Defines the column name

Defines the possible valid value for each column

, . . . .
“" Note: *Denotes the required header line tag to read a conflict cut status file.

Header Specification Details

The following tables provide the conflict cut status header's descriptions (including any specific

formatting, limitations and requirement) and examples.

#
Header

Description

#

Defines the columns for each data row in # rows:

xMapld

refQry

refld

leftRefBkpt

rightRefBkpt

alignmentOrientation

ref_leftBkpt_toCut

ref_rightBkpt_toCut

ref_toDiscard

refQry
qryld

leftQryBkpt

Each conflict is detected by an NGS-BNG alignment.
This specifies the alignment id from which the conflicts
is detected. Alignment Id is a non-negative number.

This column indicates whether an action is going to
be performed on the NGS contig or BNG map. By
convention, ‘ref’ refer to NGS contigs and ‘gry’ refers
to BNG maps.

The Id of the NGS contig where the conflict is
detected. This can either be a positive |d number or
*-1’, which indicates this conflict is not associated with
any NGS contig.

A conflict is designated as “left” or “right” depending
on whether the unaligned region is to the left or right
of the conflict junction. A particular NGS-BNG
alignment can have a conflict junction to the left or to
the right or both. This column specifies the coordinate
of a conflict junction on the NGS contig.

The NGS coordinate of a conflict junction where the
unaligned region is to the right of the site.

‘+’ indicates the BNG map is aligned to the NGS
contig with same orientation, ‘-‘indicates opposite
orientation.

This specifies whether to cut the NGS contig at the
position specifies by ‘leftRefBkpt’. The keyword ‘cut’
means cut the NGS contig and the keyword ‘okay’
means DO NOT cut the NGS contig.

This specifies whether to cut the NGS contig at the
position specified by ‘rightRefBkpt’ (see previous
column).

The keyword ‘exclude’ means excluding the NGS
contig specified by ‘refld’ from hybrid-scaffold (i.e. this
NGS contig will not be used in any subsequent steps
in hybrid scaffold). The keyword ‘okay’ means to keep
the NGS contig in hybrid scaffolding.

Same as column 2, see above.

The Id of the BNG map from which the conflict is
detected.

Similar to ‘leftRefBkpt’, this specifies the coordinate of
the conflict junction on the BNG map.
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Example

#
Header

Description

Example

30166 Rev A, Hybrid Scaffold Conflict Cut Status File Format Specification Sheet

rightQryBkpt

alignmentOrientation
gry_leftBkpt_toCut

gry_rightBkpt_toCut

gry_toDiscard

Similar to ‘rightRefBkpt’ but specifies the coordinate
on BNG map instead.

See column 6.
Similar to ‘ref_right_Bkpt_toCut’ but specifies the
action performed for BNG map.

Similar to ‘ref_right_Bkpt_toCut’; see above.

Discard the BNG maps specified by ‘gryld’ (see
ref_toDiscard’).

# xMapld<TAB>refQry<TAB> refld<TAB>leftRefBkpt<TAB>rightRefBkpt<TAB>
alignmentOrientation<TAB>ref_leftBkpt_toCut<TAB>ref_rightBkpt_toCut<TAB>
ref_toDiscard<TAB>refQry<TAB>qryld<TAB>leftQryBkpt<TAB>rightQryBkpt<TAB>
alignmentOrientation<TAB>qry_leftBkpt_toCut<TAB>qry_rightBkpt_toCut<TAB>

gry_toDiscard

#

Defines valid values allowed in each column. For each column, the set of valid
values is separated by /. By convention, the last value in the set is a special
value that indicates that this column is not relevant for this conflict. For example
in the first column the values ‘id/-1’ indicates that this column can either be a
valid xmap ID or ‘-1" which indicates this particular conflict is not associated with
any NGS-BNG alignment (i.e. the user may have found this conflict using

external data).

# 1d/-1<TAB>ref<TAB>id/-1<TAB>position/-1<TAB>position/-1<TAB>+/-<TAB>
okay/cut/-<TAB> okay/cut/-<TAB>okay/exclude/-<TAB>qry<TAB>id/-1<TAB>
position/-1<TAB>position/-1<TAB>+/-<TAB>okay/cut/-<TAB>okay/cut/-<TAB>

okay/exclude/-
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Conflict cuts information block

« Conflict cuts information block

* First conflict

* Next conflict [repeated for all conflicts]

« Last conflict.

Example
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